. Microbiota composition of chow differs from the ED diets. Permutation tests were used to calculate statistical differences in microbiome composition and group distances were visualized between chow and all of the ED diets.
. All of the ED diets reduced species evenness in all of the gut compartments. 16S rRNA gene sequencing analysis was performed on the luminal and mucosal contents of both the ileum and colon, and was used to calculate the Pielou evenness index. Data are presented as mean ± SD, * p ≤ 0.05 or ** p ≤ 0.01 or *** p ≤ 0.001 compared to chow.
